A Multivariate Normalization Method for Affymetrix Oligonucleotide

Microarray Experiments

In this seminar, we will discuss the statistics issues in Affymetrix’s oligonucleotide microarray experiments. Specifically, we will present the proposed multivariate normalization method based on probe level intensity. Compared with the current methods, we find that our method is more efficient in equalizing the central tendency, reducing and equalizing the variation of the probe level intensities in any probe-set across the replicated arrays. Thus, we can estimate more precisely the gene expression indexes.
